Detection and clearance of RET variants in plasma cell free DNA (cfDNA) from patients treated with LOX0-292
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-60] m Of the remaining 34, 21 had RET fusions and 13 had RET mutations detected in pretreatment cfDNA:
- In 15 (44%) of 34 samples, the variant became undetectable at C1D15 (clearance)
- In 27 (79%) of 34 samples, the AF decreased by at least 50%

— The median AF decrease was 96% at C1D15

m Tumor RET gene alterations in the 65 patients analyzed are summarized
in Table 1.

-80- One case outside of the plot range (8% tumor decrease, 191% plasma increase) is not shown.

BL, baseline; RECIST, Response Evaluation Criteria In Solid Tumors.
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Note: Five patients not displayed (four due to treatment discontinuation prior to first post-baseline response assessment, one due to

Table 1. RET alterations
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